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Abstract

It 1s suggested that E. oblonga distributed in the Indo-Pacific Ocean is composed of multiple
species, a species complex. Phylogenetic analysis of these populations based on the whole
mitochondrial DNA is conducted in the research. FEchinometra species collected in Okinawa,
Guam, and Hawaii, as well as mitochondrial DNA of E. vanbrunti and Strongylocentrotus
purpuratus as outgroups, were used as samples for DNA analysis. Among the relation of E.
oblonga from Okinawa, Guam, and Hawaii, it is suggested that Okinawan and Hawaiian are
under speciation process. On the other hand, it is suggested that Okinawan and Guamanian are
different species based on the low ratio of fertilization in the previous research. Therefore, it is
supposed each of E. oblonga populations distributed in Okinawa, Guam, and Hawaii are different
species.
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Fig. 1 Amplification of mitochondrial DNA
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Fig. 2 Phylogenetic tree based on mitochondrial DNA sequences
13 genes of mitochondrial DNA and 2 rRNA areas were analyzed for phylogenetic tree. Letters, Ok, Guam and
Hawaii, depict sit of sampling at Okinawa, Guam and Hawaii, respectively, and the number after these letters
show sample number. The numeric value on the phylogenetic tree show bootstrap value. E_tsumajiro and E_

ryukyu depict Echinometra sp. A and C, respectively.
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